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CGT Viral Vector Lysis Kit from QIAGEN vs. currently used heat lysis protocols 
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High accuracy between operators using the QlAcuity CGT dPCR Assays Mean CV among all assays and operators is “2% 


Publications 


e Martorana D et al. Determination of adeno-associated virus (AAV) titers using the QlAcuity” Digital 
PCR System. QIAGEN, 2023. 


e Liu H-W et al. Optimized in-process recombinant adeno-associated virus (rAAV) vector genome titer 
protocol using the QlAcuity” Digital PCR System. QIAGEN and Resilience, 2022. 


e Martorana D et al. Quantification and qualification of adeno-associated virus (AAV) using dedicated 
CGT assays and the QlAcuity Digital PCR System. QIAGEN, 2023. 


Ordering Information 


Product Contents Cat. no. 


CGT Viral Vector Lysis Kit CGT Sample Stabilizer, DNase I, Nuclease-Free Water, CGT Lysis 250272 
buffer, CGT DNase | buffer and CGT Dilution Buffer enough to 
process 100 AAV samples 


QlAcuity Cell & Gene Therapy For 500x12 uL reactions (20x): QIAGEN Cell and Gene Therapy assay 250255 
(CGT) dPCR Assays for GFP; ITR2/5, Sv40 promoter, AMP resistance or others to be 
used with the QlAcuity dPCR system 


QlAcuity Probe PCR Kit 1 mL 4x concentrated QlAcuity Probe Mastermix, 2 x 1.9 mL Water 250101 
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| Copy number variation 
(CNV) analysis 


Background 


Copy number variations (СМУ5) are structural 
changes that alter the diploid state in the human 
genome. СМУ5 are linked to common and 
complex traits and diseases, such as cancer. 


Workflow 


Sample extraction dPCR detection 


Benefits 


e Detect precise copy number changes 
e Complete workflow in two hours or less 


e Improve accuracy and efficiency by 
multiplexing up to 5 targets in one reaction 
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Data analysis 


Data 
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Five dPCR Probe СІМУ Assays were multiplexed іп a single reaction using 4 пр of gDNA per reaction. 
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Publications 


e Toffoli M et al. Comprehensive short and long read sequencing analysis for the Gaucher and 


Parkinson’s disease-associated GBA gene. Communications Biology. 2022; 5:670. 


e Tergemina E et al. A two-step adaptive walk rewires nutrient transport in a challenging edaphic 


environment. Science Advances. 2022; 8(20). 


е Shoop WK et al. Precise and simultaneous quantification of mitochondrial DNA heteroplasmy and 


copy number by digital PCR. Journal of Biological Chemistry. 2022; 298(11):102574. 


Ordering Information 


Product Contents 


dPCR Copy Number Assay Single tube containing ready-to-use 25x-concentrated assay; 
sufficient for 200 dPCR reactions of 12 uL each 


QlAcuity EG PCR Kit 1 mL 3x concentrated QlAcuity EvaGreen Mastermix, 
1x1.9 mL Water 


dPCR CNV Probe Assay Single tube containing ready-to-use, 20x-concentrated reference 
assay; sufficient for 300/500/1000 dPCR reactions of 12 uL each 


QlAcuity Probe PCR Kit 1 mL 4x concentrated QlAcuity Probe Mastermix, 2 x 1.9 mL Water 


Cat. no. 


250205 


250111 


250213 


250101 


сааты 
Gene expression 
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quantification 


Background Benefits 

With dPCR, you can quantify gene expression e in-depth, accurate and robust detection of 
and detect small fold changes of RNA levels. The very small fold changes of mRNA and IncRNA 
high precision of dPCR is beneficial to gene using EvaGreen chemistry 


Erpressjon.pronline, SIEG Bene верен e Superior sensitivity and specificity, thanks to 


LNA 


- enhanced primers 


studies, investigating gene regulated pathways or 
developing diagnostic biomarkers. 


* More than 1.3 million pre-designed assays 


Workflo 
Ww 


Fæ ш 


Sample extraction dPCR detection Data analysis 
eQlAwave RNA Mini Kit eQuantiNova LNA PCR Assays eQlAcuity Software Suite 
for Digital PCR 


*RNeasy Kits 

eRNeasy FFPE Kit 

eQlAamp RNA Blood Mini Kit 
«And more 


*QuantiTect RT Kit 
*QlAcuity EG PCR Kit 


covering all human, mouse, rat mRNA 
and IncRNA transcripts 


Data 


Fluorescence intensity (RFU) 
Sample 1 Sample 2 Sample 3 


160 


140 & * 


120 * 


100 


Analyzed partition 


Fluorescence intensity (RFU) 
Sample 3 Sample 4 NTC 


160 


140 


120 


100 


Analyzed partition 


Precise and robust detection of small fold changes in gene expression. 1D Scatter Plot of IL4 target assay (QuantiNova LNA PCR Assays) 
and sample 1 (decreased amount of spiked-in synthetic IL4 RNA sample), sample 2 (reference sample with spiked synthetic IL4 RNA 
sample), sample 3 and 4 (increased amount of spiked-in synthetic IL-4 RNA sample), each with 3 technical replicates, plus NTC 


Publications 


е Jurek B et al. Oxytocin accelerates tight junction formation and impairs cellular migration in 
3D spheroids: evidence from Gapmer-induced exon skipping. Front. Cell. Neurosci. 2022: 16. 
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e Feliciello | et al. Regulation of ssb Gene Expression in Escherichia coli. International Journal of 
Molecular Sciences. 2022; 23(18):10917. 


e Kirchhof L et al. G3BP1-UPF1-Associated Long Non-Coding RNA CALA Regulates RNA Turnover 
in the Cytoplasm. Non-Coding RNA. 2022; 8(4):49. 


Ordering Information 


Product Contents Cat. no. 
QuantiNova LNA PCR Assays for Predesigned mRNA/IncRNA-specific primer mixture in a single tube; 249990 
Digital PCR for 200 qPCR reactions or 400 dPCR reactions 

QuantiTect RT Kit 205311 


100 uL 7x g DNA Wipeout Buffer, 50 uL Quantiscript Reverse 
Transcriptase, 200 uL 5x Quantiscript RT Buffer, 50 uL RT Primer Mix, 
1.9 mL RNase-Free Water: for 50 x 20 uL reactions 


QlAcuity EG PCR Kit 1 mL 3x concentrated QlAcuity EvaGreen Mastermix, 250111 
1 x 1.9 ті Water 
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wastewater 


Background 


Detection of microbial material related to human 
viruses in wastewater and natural sewage serves 
as a powerful surveillance tool for 
epidemiological outbreaks. 


Workflo 
Ww 


Benefits 


e Precise and absolute quantification of 
microbial material, including potential 
epidemiologic viruses 

e High robustness for viral detection from 
complex 


| MA 


J 


-i ^ 


Sample extraction dPCR detection Data analysis 


| 


*AllPrep PowerFecal DNA/RNA Kit *dPCR Microbial DNA Detection Assays *QlAcuity Software Suite 
eAllPrep PowerViral DNA/RNA Kit *QlAcuity Probe PCR Kit or QlAcuity 


*QlAamp PowerFecal Pro DNA Kit 
eRNeasy PowerFecal Pro Kit 
eRNeasy PowerMicrobiome Kit 
«And more 


OneStep Advanced Probe Kit 
eQlAcuity UCP Probe PCR Kit 


samples 
e High tolerance to inhibitors 


е Multiplexing up to 5 assays possible with 
selection from custom designed assays or 
nearly 700 catalogue assays for microbial 
targets (bacterial, viral, virulence factors, 
AMG, etc.) including SARS-CoV-2 and MPXV 


Data 
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Accurate detection of microbial targets over a broad dynamic range. Four-log dynamic range of linear quantification of two different bacterial strains. Plots depict 
mean measures copies/pL values against a dilution factor of the input template. 
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Multiplex 2 


Measured copies/uL reaction 
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Targets 


Multiplex and mix-and-match capabilities for parallel quantification by QlAcuity dPCR of AMR targets in wastewater. Reaction setup of 3 multiplex combinations. 
Error bars depict standard deviation values from 3 replicates each. 


Publications 


e Donohoe et al. Wastewater-based epidemiology workflows with QlAcuity” digital PCR. QIAGEN, 
2023. 


e Amman F et al. Viral Variant-Resolved Wastewater Surveillance of SARS-CoV-2 at National Scale. 
Nature Biotechnology. 2022; 40:1814-1822. 

e Tiwari А et al. Application of Digital PCR for Public Health-Related Water Quality Monitoring. 
Science of The Total Environment. 2022; 837:155663. 

e Thakali O et al. Pilot study on wastewater surveillance of dengue virus RNA: Lessons, challenges, 
and implications for future research. Environmental Challenges. 2022; 9: 100614. 


e Wurtzer S et al. First Detection of Monkeypox Virus Genome іп Sewersheds in France: Тһе 
Potential of Wastewater-Based Epidemiology for Monitoring Emerging Disease. Environmental 
Science & Technology Letters. 2022; 9(11): 991—996. 


* Wilhelm A et al. Early Detection of SARS-CoV-2 Omicron BA.4 and BA.5 in German Wastewater. 
Viruses. 2022; 14(9):1876. 

* liJetal. Impact of sewer biofilms on fate of SARS-CoV-2 RNA and wastewater surveillance. 
Nature Water. 2023; 1: 272-280. 


* Ahmed W et al. Comparison of RT-qPCR and RT-dPCR Platforms for the Trace Detection of 
SARSCoV-2 RNA in Wastewater. ACS EST Water. 2022; 2(11): 1871-1880. 


Ordering Information 


Product Contents 

dPCR Microbial DNA One tube with lyophilized assay, dye (fluorophore) configurable, 
Detection Assays 200 reactions (40 uL reaction in Nanoplate 26k) 

QlAcuity Probe PCR Kit 1 mL 4x concentrated QlAcuity Probe Mastermix, 2 x 1.9 mL Water 
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Cat. no. 


250207 


250101 
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Background 


MicroRNAs (miRNAs) are small non-coding RNAs 
(“21 nucleotides) which play a key role in gene 
regulation of important molecular pathways. 
Many diseases, such as cancer, have altered 
miRNA expression profiles. miRNAs show great 
potential as diagnostic and prognostic 


biomarkers. 


Workflow 


Benefits 


e Precise and robust detection of miRNA, even 
at low expression levels 


e Discrimination of single nucleotide differences 
in closely sequence-related miRNAs, thanks to 
high specificity of dPCR 

е Absolute quantification of subtle miRNA 


expression changes 


| 
Sample extraction 


*miRNeasy Tissue/Cells Advanced 
Mini Kit for Digital PCR 


emiRNeasy Serum/Plasma Advanced Kit 
emiRNeasy FFPE Kit 

ePAXgene Blood miRNA Kit 
*ExoRNeasy Midi Kit 

eAnd more 


Data 


= 


dPCR detection 


emiRCURY LNA miRNA PCR Assays 


Data analysis 


eQlAcuity Software Suite 


emiRCURY LNA RT Kit 
eQlAcuity EG PCR Kit 


Typical yields from various samples 


Copies/uL measured 
100000 
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Cell line, buffy coat, etc. 
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